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Novel human polypeptides being expected as useful in preventing and/or treating various diseases, because of having hematopoietic 
cell-regulatory activity, tissue generation/reparation activity, activin/inhibin activity, taxis/chemotaxis activity, blood coagulation and 
thrombus activity, receptor/ligand activity, etc. 
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mmm 

£<fctf^©ffla£ 

5 

10 #ft&ffi 

&£WLW3*"&/&*#^©T% &5^£^©?£14£fi^v:LTjtt£^£^ 

ifi¥» cDNA©fP»atS^->-^X>Xft««3giaK:56JRU, 
cDNA©->-^X>X^ffliiHfT^: , 5^t^X^5J;^t^ofc. 
Ctl&©ttflS*fiJffiUT, *>«rJ&:IBIfi^»»l«*^cDNA7'f ^7'J-&fP 

25 u h Hr^aw smii-r^fe^sLTv^., d©^n. 
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n * £ t tbxftmw &nmt o* ) ©*gB#a^e- © n \z ~> v-r^ y 

«¥icawjT**^ftt (sst) ft) 

mbfc («r»¥ 6-315380 a 5kh wm&m^T 

15 (ifSSTg) fcWfg^n^c (^B^fFSfl 5,536,637 *MW1). 

*3Sri**ffl^T» torn* tb%\i*\m^*wzmwzwf' (#u^ 

ViS«r«^»gaH»SV>ttR5aR, *«fc^n*n- c DNA 

*^W^-r-5cDNABB^J«, ^P->OC0 0 1, OM2 3 7, O 
AO 0 4b£l/rRte3*U ±E»«SSTffi*«fflUT#fc«l8*aiK:t 

25 hfchm®M&&Tmim&*<»Mmm (tqjjg, atcc no. crl 

-1690) jfe£fl^LfccDNA7-f 77y-«fc0#JiSnfc. ^o->oc 
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0 0 1, OM2 3 7, OA0 0 4bttmMe* (C ^T^WnOC 0 0 
1. OM2 3 7, OAO 0 4 b^6<h L-T»£n3) fcu-K-TS^fc 
c DNAgB3FlJ^t?^mc 

Si?iB^jx-^^-xicaii$nT^5M©KiEge^jic^LT blastn 

5 S^ttFASTAfdcfcO, £fc7S/&E^Jx-^-XKg»£nW5|!Ml] 
ij K©7 5 J m&M\zn\sX BLASTX. BLASTP FASTA \Z 

£Q8imvtcm%:. *^^©7j?u^y^Koco o i, 0M237, oao 
10 ^HttBWiiiHijjs^jit^asnfc. cneoutA^, 

tf'J^T^KOC 0 0 1, OM2 3 7, O A 0 0 4 b «#9S&Hg6ftT& 

#Sg^g#rrScDNAgEJiM, ^P->OAF 0 7 5 b£UT|JJ|5££ 

15 &HAS 3 0 3 (th^mz hD-TMtt : *nKBft*¥SS-rt5RftUl£ 
TOS, *9iRfal£!)¥cfc0&4. J. Cell. Physiol. 148, 245-251, 1991 
Experimental Hematol. 22, 482-487, 1994 tdfEfc) ) 6> f£S£ bfccDNAM^ 
^U-«tO#gl^nfc„ ^D->OAF 0 7 5 bte#$geft 
OAFO 7 5bIS<!:LT^tl5) — K-f&7n£& c DN AgB^JS: 
20 ^ty±fimcDNA-C^^>. 

WE^-^^-XtC^^nTl^fE^KD^E^lJ^LT BLASTN 
£cfctf FASTA tCctO, £fc7^ y ®K^Jx~*^-;UCggk£nT^5gtfJ] 
U K©7 5 J WR3\\Z.n\sX BLASTS BLASTP &£Z$ FASTA K 

25 .i?t-a«KfiS!i.t-Hfct5jB?se.&.*ofc. ^Bt3#e>nrc7syKE^j(D 
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(2) pif2 (1) tcffi^Lfc^U^^K^n-HT-ScDNA. 

(3) E3WI2, 5, 7, 1 OSfctel 3X*m2n%i&mMmfrt>frZ> 
c DNA, 

(4) E?IJ#^3> 8> 1 1 1 4T^£n5&gE?iJfr 
10 cDNAKMTS. 

mmtzmw 

.kom^wtcfi, sb?ij#^2, 5, 7, i otfctti 3-zr^$n£&SE?y 

^^cDNA, £J;tfE?y#*l2, 5, 7, 10, 13, 3, 8. 11 

20 frt>f3.z>cDNA\zm?z>. ;wyuy-rx-rscDNAtc«. ±ibe?ij© 

3IHWKMftfc^T&5E^J#^l, 4, 6, 9^cttl2^tl57 
25 9 0 %JgLb, 0>J^M> 9 5, „9_8^fe«9J%^EliJS^l, 4, 6, 9 



4 



WO 99/58668 



PCT/JP99/02485 



t>3 0<@, m%*no* 6 osfcui o om<o : &Wiistz.T^;m.ffl$.T:. >> 

5 fc<fc*>.7 0%, $f£L<tt'>ft< tfe8 0Sfctt9 0%, <fc9$?£L<te 

10 h<h«, '>ft<ifcl0 7$;i, #Sl/<tt4>fc< it) 1 5757&, M 
*J£2 0, 2 5, 3 0, 4 0. sojfctteoT^yigHMfi*^. 

SH?lJ#^2, 5. 7, 10, 13, 3, 8, 1 1 1 4Tr^£tl<5i£ 

f.&5cDNA CSft W W y U y <i XT -5 c D N A t te, -fl£ 
'>&<<h&2 0{@, $f£lx<fci4>&<<ht>3 0<@, 0iJ;Lfcf4O, 6 0S 

15 fctii o o»jg^Lfc^SBB?im^-e, 'J>tz<£b7 0%. w^<\vp 

&< th8 0$tli9 0%, ckO0Fi;L<«9 5 SSEUiffiPHre&SfcCO-e 
£0. W^cDNAIi WT*^BJ<DcDNA<tLTlBm$n-5 0 

iB?U#^2, 5, 7, 10, 13, 3, 8, 1 1 Zfcit 1 4T*^£tt5& 
8E^£fc&5cDNAtf>:77^*>h<i:te. '>&< 1 Oi&g, 
20 L<«4>ft<<fcfcl 5&g, fl|;ttf2 0, 2 5, 3 0£tcl*4 0*£S8B#£ 
jtf*U ^<Dcfc?&7^;<>ht>#S^©cDNAtC^2;n6. 

££tC, *^BJ|c«, *^©cDNA7&^75:^^SfcttM^^^- 

c DNAOfg^fcfe^yD*:-*-. '/0^:-^-©$lJ^@^<i:^6^ 
25 5^7^-$- h* , U-4 )VJL&fc$iJ> 7 -~J^>7$-ifimi <=>ia3.„ ? -it 
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£ J F&^WT*>J:H. ^^-fct, -r>-t>P (in vitro) H&l^T, 
WttfcDNA \Zttfo? 3 R N A ©gjg, ££IHj&ti!)7g9t£&£ffl ^-S^t 

#f89?lC«. &?IJ#^2, 5. 7, 10, 13, 3, 8, Hi 

A£WT 5 c DNA£^tr#f§9|(D c DNA£®SSi;;£ttfi!51£it£fc&© 

io *5£w<Dm£mm&mm-t2> z. t^^is.^mm^ u h ©sia^ 

*>^£*15. Jggtt. *5SW®#U^:/3 L K#»:KU ignite J; D§3i££ 

2>z:t~e7>3 L -t>XRNA&mm~rZZt1b-e£Z>o Z<D£?t£7>^±: 
15 >XRNAI1 mm*<D*%W<D#V^7^\ t <DU'<)lZfflW-?ZZ.t\zm 

^z>z.tbT?zz>o 
25 .j&i^iJi/£fciifi^ 
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1 2T'7K2ntz75.y&&F\frt>tSiZ>*><D!Zi9\.\Z. ^©-W$dlLfct>tf) 

tt7 a / mzM& Lfc fe©) , «t u f \zm<D7 a y 

U h* ©7 5 / m&M*%iXZ> Z. hfc< c D N A©&g@E?iJ» AS 
10 (2) T&££nS#fPJ(DcDNAt{^ (1) £>S2?IJ#^1, 4. 6, 

(3) T#j£2tlScDNAkt (2) T*^n§cDNAO-lTO0, 

(4) IC^tl^cDNAH (3) T#££nScDNAK5^<Z>#f8IR 
BB?iJ#^3> 8, 1 4-e^n«5<fi,iEJ!l*WrScDNA© 

20 liU*(«SSTfe OfcBttfflF No.5,536,637 ©fcSfcOHTK 

25 -X*.5/.3_*±> U-bf.*-.XK:v ^3m&J.)l>? b-X£>f)l3-Z\Z5m 
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5 fc##»S!©< >-*;i/*--£»e ; PS UC 2 (GENBANK accession 
No.V0131l) S^OffiS^**- (%Mm-?U*:-?- (ADH^Dt-^ 
-) ttAAH5^77$K 
(Gammerer, Methods in Enzymol. 101,192-201,1983) BflMISj&jAtt 
2 /t ori, B<5iR7-*-lcfiTRP 1 . TcllttKSjBj&ttC o 1 E 1 

10 ori, *»iii!ijwwtt-7-*-fca:7>t;>'>j>***effl$nw«) 

*^T»«S S Tffl^^-pSUC2 £f£SLfc. fOSUC 2ite^ 
©±SEk:*ILJS©cDNA*tt*^-C, cDNA^^'J- 

A fcifesTT * £ £ «k o T, *> ^ JU^ ^ K £iflii 

20 SSSST cDNA7-f^7U-©W 

(1) »*t&*«eia«fcDmRNA*#*U #^<D$iJ|®^ (Ml) 
1M hft*tSbfc9>^A^9-T"7-*fflViT=l*jicDNA*'&(jcU 

(2) mi £H&ft£tt£<Z>1MIBgMK (B* II) 1M h^tfT^^ 

25 (3) gWES!^ ^-^©^^7";k^^ h^JiJB£-Lfc-f >^;k*— tf 
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&xm&WL<mwtz>£> ii (i) ttatfczmfURnmm* 
mmmaz&t)* &mz&vm%tiimm\T?M$iLtz'&. '&9ao>u& <&t. 

'£%l<Dlj&i$ft\Z&M.tffctfn& Molecular Qoning (Sambrook, J., Fritsch, E. F. 
&<fc Maniatis, T. Cold Spring Harbor Laboratory Press £ 0 1989 ^Zf&W 
5 Current Protocol in Molecular Biology(F. M. Ausubel f=>f§, John Wiley & 

Sons,Inc cfcOITPJ) \zmm<D%mz'ft-oTfttet>tlZ>o) ICfcTmRNAO 

2*fc£fc«»lJfi£L.Ttt» HAS 3 0 3 (b h n--7*HJfil* : M 

MES^^-rtmUl^86«S. ffi^fflKj^ «fc 0 J. Cell. Physiol. 148, 

10 245-251, 1991 &<fctf Experimental Hematol. 22, 482-487, 1994 iZtiWO . Sfcte 
th^U7*«aUft«cT9 8G (ATCCNo.CRL-1690) *«*Jf6n*. *fc«L 

7^^-K:«is$n*j|«iR»* (Mi) iMht&ois (2) t?e 
15 i^ns»i (rxii) im Mi, sirwcS3te*t>oT*ntf^rsfflVi 

Tfc«fc^. #£L<HU MI tbTXho I. Mil tlTHEcoR I 

TM (2) -ri4T4DNA3|?U^7— I*n7^ 
^-&a«Sl/fc«, MlTfiSfcU Ttfa-xmM&Ifr (AGE) iCcfcO 
20 3 0 0-8 0 ObpCcDNAeitS. Mil tt. ffiEL.fc.fc 3 KM 

is (3) Mjgsiffl^xs K^^^-icaus*nfc'>^ji/^ 

^H^iJI^LfcO^;^— if©»e^±gSEfC (2) Ti^nfccDNA 

mK*mfr&/vT-*mmzmn&m'z>xnT-$>Zo nz.-vw&ftmm?? 
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uc 2tfim\,**>tiz>. 
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g^VAy-f^ u . m<Dm%jmmo)mwi : m& n& □ - & cdn 

£©«fc"5K:UTI»&ftfccDNAa«. S STT#6tlfcc DNA$r)t©i& 

c DNA©t-/>'J-' 5 s 4 >^7I/-A©5 '^tn-h^n 

15 $e>K:^ftI©^j*fcffi^^ ^cDNA^7 P 0-^<hLT7lf> (Northern) 

<E>mRNA©lM X<h!£c DNA©iMX£Jt$S<U SKHET^ntfRc 
DNAtt«£££-e*3£#>t&ft5. 
E?U#^2, 5> 7, 1 O^fclil 3-r*$tl§^SE^J*t-B.fil3t$n 
20 si, -ft^figtctoT. **Wiitte£Eai©0rfi-£fls3 fe £i* 

c DN A£&M»* C 
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(2) ^^h'^tsm £tz\t 

s tLx\t. mx\i. mm. mm, mAmm^zm^m^m 

A© 5 ' *jfifciM63K> (ATG) £ttflOU #e>*lifcc DNA£, ®^ 
Z^Z?- PBR3 2 2, pUC18, pUC19^) \ZWXL 

)k\z. z\<D^m^^~x^mum^rz±mm wx.\*. E.coii dhl 

E.Coli J Ml 0 9, E.Coli HB 1 0 lfom) &mmtzt£MT'%^LT , ^<D 
v^^T^ K pe lBOy^K^h*) ftfUfflfntf, 

fl&©3i?U^7^H < h©7^-> ? 3>- ^Df'f > (fusion protein) ££ST£ 

1 Sfctt 1 4T*£*l<5J£ggB?iJ£:3- h*-T5 cDNASli^^- 
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KtffBSiSns. 2*>iZ. U'T/^r*. «AtfRflc©5£#«* (F 

c portion) *3-FTZ>cDNAWiKtmi&-?Z>Zt\Z£-oT. 7a-ya 
>--/Dx<> (fusion protein) ^difcT^S. 

fr&n- Kf S c DN AtSrtf-<i:*-©ffi©tf'J h\ MZ-ii&fcOfeftm 
«(Fc portion) £3-KT5cDNA^Jt£»JIST£;i<ht:: t fcoT. 7a 
-yaV-ynfO (fusion protein) ££MT5;i<!:t>T#£. 
KU:©^ o iz LT# & U H fcL H£W&£*t^W7j*£fc<k o T 

*S§BJ©tf U K*«kWn&H- c DNAH --3** 

£^tT) 6 *^BJ(7)Me^SLTia^$n^^^ 

: Z<DW-&<D$L5-foZ>U\£&m\Z&r). $>Z>Mtt<Dm& 
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-^©fiJcfi*J:^*5t*«!lW (H&&St>tttt«l) TZZt^. l^il:NK 

^^^feckt^^S (severe combined immunodeficiency ( S C ID)5r^tf) <Dt&W 

Ki^***-rt%A^ns. cn^©ftaET^ttjtettT*<5«^t>*5L. 

«*tfH I V©±<5fctf-f HttK:m*;&lf©«ftjWKHTS;i* 

tt. H I V. W&0< (hepatitis viruses) , 'V/U'^Xtf-f (herpesviruses), 
7^n/^f'J7 (mycobacteria), 'J-yaT-T (leshmania), ?7'J7 
(malaria) fc«fclfc&>5?y (candida) ©J:5fctt*&;fr £SBfe£3tr. "74 

*e»«vitt«i©j8ssic«fcssitee0SHS, *5ew©sa* 

-r*to"6«f&*©«sftc*^T»«fe*rt#A6n*. 
*S6ffl.©aaii. 7 i^*-gjfofc<k tP>tm^ffi©M©s^^f .© <k ? & 
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mm (SIRS) ©£?&|fc*Efe*:Ill&, >7U->m. feSWJIL-ll 

SAfc. Jfijlli«Blfi©«lilWk:fft)-&3:t**i«"rs. -t©£Wi£tt£tt. 
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bfhO (in-vitro) i&SWiX^T. • fc*# (ex-vivo) "5. #§i 

5 

*^Bj©nefi. aiMfect«is, <m 

15 #«rtra«tEB«#*f©SE«» £/iAlW©©@£©&&£t>TOl$Kfc& 
25 «£TO4:#A>n*. 



16 



WO 99/58668 



PCT/JP99/02485 



5^(1 m&&U&%:tzTtcSb4 > - fc*# (in vivo) ^©fi»fcfl|*.TX* 

x • (ex vivo) TM/TOiaHiaa&svHi^cDW^m^^-rs. 

9§©*J««tt» ft& ¥fih (Carpal runnel syndrome) . &&Zf 

U>^ (Sequestering) SOfc-a £ ftS. 

ti%nmM\&&zwmmimiz*i-rz>%&, je, ssw^i^^ifiii 
-j: ^innt t mm iz <t ##&«©*&£ 

tc»LTt>ss*&*rt#^.6n*. *#wk:h:. mmnmm 

)vy/\-(^-m. K-*>v>m* /\>9->b>m. ffimm&m%tm. 

(amyotropic lateral), &cfctf>'-\"f • KU— (Shy-Drager) Se^P©**;? 

te*£n»**fNcWU MBS. m*MB. *<fctfW¥+£©l»jMffaeft 
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©^ o xmvwmmttts. \\&mk$> %> wite©i&sa> big 

&t<-\*ZWmil&m (scarring) ©!!#££ oTfc&bnSt^btlS. 
[ 7 * k > k k* 

nz>o 7 z^yummmfc^y (fsh) ©ttm&iiai-rsi§tticj: 

oTfc»tttt£ft**», ^>bt'>H IM*H> (FSH) ©am 

m-3<m&mffim t UTwara&* sns. ^»©to©< >tf> 

<i y k k> b ^;P-^©fl6©fie-!J-ya- y h t©**^ T-* -5 Wi^ 

^©»ttfcS"^fci&ffcWfcTtt»»£: bTW$n?&5 b*l5 (*g 
®*m 4,798,885 *^§BJ©^a«, ^ ££#&©«£ 5 frf£ 
*©£«ffiM*^IBfc«IM&EtfT£«>K:. tt«fc*f»fcK?L»»#^* 
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>t lt«< *fttt/^a»ttistt*wr s tm*. ens. 
^fls**v^43l**-fr«fc«>«ffl$nsit*«w , e»-6. ^b&/{b¥Sl 

trrs8*£fc*t**.sns. 

T&m £ nfc^iRl * 5 H ttSMr £ jfelgfc pJfiET * ntf . ^© <fc 5 umy&mm \z 

ia©»*sn/!:3i»*ifi[»Wfc*o»r«iStt&«»"rs. fcsjfcaatf** 
ma©^^** i^tttsH* « &*d© £ ©£ a &mi&£ 
fbtt© 7 ? -fe>r &«© j; z> fs.m& $> z> wa^y?- h vx §®b icfc 

#»9i©sett» «jiii**^^ajiitt»tt*'b*-r't#Aen-5. muktv 
x. ^n&suwmt* &*tewmm <iiii^©«fc3fcjt£tt»«*atr) 

tct o 4 i;fc«ffi©«&*fc*»ts»H*«trW!i©«jfii***ffijts-&s c: t 

«$n§. *»91©aett, Jk&©»(fc©W***WAH** 
ft**Vitt*i|i^K:j;04i;*tt*©fe**«fc^Wfct>J»*3ft«**i:#^. 

e>n^o 
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>h\ £&<£#-?•© 'J #>h\ ^^7^-X7 7^-ii^J;^ 

^©U#>h\ IffllfiMffiSf^fflfclHaLfcS^ft {fcVZJ-y (Selecting -f 
>fyj> (Integurin) £<fctf-£©U#>K, t?££tfMg* 

4**. *$29i£S!llST5fc©*Cttfc^. tfU #> Ktt, ^©ffiS 

fWissns *>©-?«& v>) «, *ne*£g#/u#>K©ffisfiuB©>r> 
[*■©«&©»«] 

ti£Ji±**-rt#A6n* : mat. r^ux, *tf» £<fctfft&©iF£<&£^ 

a«©fi*t5t3ff , * § n tt« »SBtt s »sn ttiifro^t©^^ 2 # 
©##wi*a*«ia»sir»tt{ejir*3ft**RKT ; ftniiir, se. as 
v»tt^*fl:tt©»»cam&28:KT ; ftst. ttst 7H^7, m mmm 

St^SW^^-e-saSSSft-rs ; &tt$*M©i§]fo^ft©te©£i^© 

±ejgttwr*Mtt. bmi& Tin, ie*Mifi©jist2:fc 
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T^D7 7-y. mm* ft&mn<Dmmztz\mmn,m. mam. 
tf&BiiJiLftrBBB©*gfl&0iiB. ra££$NfflB*»e©#^>iiB. $fc#8BJi&'\ 

©SMl:ffili*&tt«Sk 8HB5E. ^^^^-i-iifflBSWS^b^W^^^W 

U#>K-Ml7'*HHI©lfr&&fl'LT. *3W;Mft©fl^£*H*«K:«< 
£ t CJ: D SrTS &*i*. 

sfc***©^^ Ktt#iii*»ct)^ffl-r*ci:««^si$n«©T» &m 

5E. ^U7MB©JiBte3i*fcfcUBIB5E. »*£^©#J^-#B»fflfi©£ 

*ra#B©*sm*fctt£#B#. maE. ->^7>fflfla©ii5i^fc«i9flife5E, 

SMtt£©Jtft£fctt£$ffcft *fflB?E©feffl t>&5 sn*. 

Affile J: ft. W#> #&©£«$£. <f>R£ff*flsffi 

nlftB (#» ftft. B)< ihljtftfi. frNL KB. 45tm©»W»ri&» 
i*to&mnmftmiz*zm(mim& (W. BFB. (UK 
©»rittffiJtWSfcttai$!W»z:fffflT-5t#A5*i, £fcfc;fctvrfc 
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ij>. &tia.m* x-rx (aids), &mM&m)* 
ra. w. m. JFK, m. Mr, aw> <Dim»wntLTm»z 

£fc#fgajl©tf U h* (»* L < te^©*fflj&n K * 'f >©# 'J 

fctt#IB9l© c D N A (ff * L < tt*58W©>J5U l*©RJIiI««*fc 
'J y FfcfcKJ: 0 #3§i£©# «J K tifi«rtTfttipt5T»©;>^ 
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e^M^©fe^^7t«7>5 L -fe>XDNA (RNA) K£oT> #1)^7° 
^h'©B3I£#±S*<5 fcfiJffl-C^S. *»9i© 

cDNA^D-^ilTyx;$7^ (genomic) DNA£$HiT?£3. [p| 

? K ©«€^*^«T * £ <h t> "5JfiT<& 
[B*fl^©M] 

«Mktt. 5£tt> Ml5ra*K:«J:?>» 

f&A—A&tcO. — [HlfCO^, 1 0 0 /* g^e> 1 0 OragO 

*M3J:tf*©ffl©i&riMfe, #«P«^©fc«>©&ttS!. ftflHSK 4*8J^£L 
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St&tc^T. *«ttfc#^^©Ssijnfc, 01;LttH&3!l (X 
:r7'J>grr^*>">A^h mm\ (MH*yUu-JPK*;U^^A*), 

o-x, k Ko^->7nif;M^;Hr;UD-x:7*u-h#©TOtt&3^ 

*m&tz%m\&ft\zmmu mmv&ttmwa* traai, sum* 

^'©ttia*ttTOtt^»RffljK^K:iE«(Hfolc*^ h U #A©«fc3fc££ffll£ 
Mtt*#A5J: 3fc£j£fcifi«» h U £ A. ^x>H± H U2A*3 

U«^x>&©<fc?&^$£^WLT^Tt><fcV> 0 X7V-SI©«ii;£8: 
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it. wz-iXKmftwm 2,868,691 ms^ztmrn 3,095355 ^wmwizn l < m 
teommm* mmm. ws^ts. *&£tc\$#*&<D®imL mm 

W-kiMjk&mfZtiZo im&OfttilffltLTit, Mz.ttzfuVUy'fVn 

^©i^^m^^ i*t>\z®imm, mmni wmi 

%mmi : po 1 y (A) + RNA©p[|jS 

t hJ&AHSi&jacJ: 0 TR I z O 1 i*ll(TRIzol reagent,giii^GIBCOBRL 
«t0BR5c) £fflV>T£RNA£!ffl{±iU mRNAtfa»j7^^r-y3>- + 
yh (mRNA Purification Kit. IffiM, Pharmacia ck DflSirc) ^fflWpo 1 
y (A) + RNA£*it§3Lfco 

«0iJ2:g£#SST cDNA7-f^7'J-©iS 

±12©po 1 y (A) + RNA£g»;iXho I g|5&£3itgL£5 9 
me r : 5 ' — CGATTGAATTCTAGACCTGCCTCGAGN 
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NNNNNNNN— 3 ' (IE?)J#-^15) 7-ilT, 
£ U "/h-T^Xa K • y^fA (Superscript Plasmid System for cDNA Synthesis 
and Plasmid Cloning, i&S^ » GIBCOBRL <k 0 BBS) £/B 2 #81 cDNA 
©£j££fr&o£i. EcoRI7^- (GIBCOBRL «fc0fl£5u) £DNA 
5 y->3 >-+yhVer. 2 (DNA ligation kit ver.2, ^Sig 

(W) <£9SK^. KTF, c D.NA©Iiglit^W7 h^fflLfe.) 
l^TgijgUfcgL XhoI«U 7^D-xmm*llT*3 0 0-8 0 0 
bp©cDNA£$OaiLT#iIiU pSUC2 OKSltfrlg 5536637 W 
88) OEcoRI/Not IgBftMSgU «|DH1 OBiCXl/^ h 
10 >j£T^«&&LTH#S S Tffl© cDNA^ ^U-^i 

15 ^OcDNA^^U-O^Xi K£tiS!Ui1&U 3^ A£ (Current 
Protocols In Molecular Biology 13.7.1 fccfcOS^YTK 1 2#c£jggi£ 

&u hv-/h7T> (Trp) &%£te^&m : f&n$m&<Dm$i%M (c 

MD-Trp^t) ©yk-h±(C^$, 3 81*^ >*:l^- h 

L-fc&, 7^ah7> • Vf^fl - ~7l>—$— (Accutran Replica Plater, MSa 
20 ^/Schleicher&SchuellcfcDBR^) fcffl^T^ttfcn (J£K&&te) 

1 4B^-f >*3.^-hl,£:. 3B§^ iiiStLTi*fc&* £>n 
-Of^ffgYPR^I/-M:XK'J-^LT3 0t:T4 >*:x^ 
-hLfc^, x>y;i/3D--^YPD^(Ii|fiML. 3 0*C"C4 8 B^ffeK 
25 >+a^-bUci, 5 K^pUc. iV^Tp S UC 20^O-^. 

>^1K h0M^©i3?iJW2a^<Dy^-i'^- (-£>*$« fc'^XI:^ 
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mWil<fz'&. ^i-\d-X (Dynabeads, DYNAL «k 0 WM) 

tt'^wti*icDNA^ib, J&SE*i©ftj££fTftofc. mmu 

fllOilMtHDNAv— 5->i/>if'*y h (DNA Sequencing kit(Dye Terminator 
5 Cycle Sequencing Ready Reaction), ASpa^, Applied Biosystems Incck D flS^B) 

jSlD N A : y— 9 X >U - — 3 7 3 (Applied Biosystems Inc.)^#-ElD £?T&-p 
10 ©ffiHtttfe^fcfT^ ^-XCSf^ttTt*&WlHB©cDNAT& 

^J£0!I4 : ^D->OC00 l©£ftcDNA©#D-:i>^fc,i:ttf!fi£E 
15 ?U©8M£ 

ilc DNA©^D-->^(i77V>c DNA7>"/U 7^^-/3 
>-+7h (Marathon cDNA Amplification Kit, ShS^, Clontech thi 0 Wyt) 
fZcfc-5 3 ' RACE (Rapid Amplification of cDNA End) feSrffl^TfT&ofco 
2#$gcDNA£Hi?f;:«. □->©£&*, Tfc;fo"5 k h fi£ AflSI&i®© 
20 poly (A) + RNA«fcDf£§SLfc. S S TTf*&nfc8«MJW©fll*KUI 
^T«J£»KIB&J&ATG«WU0±»©2 7me rC^7-OC0 
01-F1 : 5 ' — GTCCTTCAGC AAAAC AGTGGATTTA 
AA-3 1 (E^J#^16) Sf^RLT, M:M^nfc7W- 

y^-r T-^TPCR^fr^ofco ^d->ocoo i \z&mmzmmzn 

25 fccDNA*7^0-XS^»I1?^jl^, pT7Blue-2 T -Vector (iS 
A£. Novagen £DBR55) K*8U *B§®DH 5 a IZl&m&i&LTZfyZ 
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$K*w«Lfc. ®tbiz5 ' m<Dm.mmm*&:%.LToco 0 l SST c 

S^3(^Tie^J^#fco £6£*-7>U-7V >^7^AS^L. 

5 mkmwT-?^-7,\z&m2tiT^z®tmo>mm&m\zttLT blastn 

FASTA K«kO. ^fe75y^E^Jx-^^-XI^@l^nTV^i!Ea 
(Dtf U F£>7 5 J mmm\Zlti LI BLASTX. BLASTP £<fctf FASTA c 

10 j$yo 7 hiz&m^z*mm#v^7?\z\z\zcmmzwmmmm* 

4ftl£®£&; BLASTX, BLASTP &«fctf FASTA tt. 9 n— >OC0 0 1 (B2 
*»J#*I 1 ©75 /g£gB?>J 1 2-3 4 4P B 1©^}£) t~^-a h'JS> 
15 (neurotrimin[Rattus norvegicus]) (Genbank Accession U16845 075 / SIE^I 
9~3 4 4M®f«) ^itf^tf^-f HfftelBIBttfcH^ (opioid-bindingceU 
adhesion molecule[Homo sapiens]) (Genbank Accession L 3 4 7 7 4075/ 

mmm 9-345 tnmizG&utem&tf&z - t^Lfc. c 

20 5> (neurotrimin) *> cfcZfct fc!:t< F&£ffllBg3f (opioid-binding cell 
adhesion molecule) ZWmmSM®=?7 7 5 U - £ H«fcJStt&«Sf 

3Sitfll5 : ^D->OM2 3 7©4ficDNA©fn-->^J:lWiSfi 
25 JW&fe 

*»WO^D->OM2 3 7 fcWTafcJSW** OCO 0 1 
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±lcDNA0^D-->y}j77V>cDNA7>yj7^^-y3 
> , 4 li yH (Marathon cDNA Amplification Kit, Clontech 0 IS^) 

\Z£Z>3 ' RACEa^l^T. OC0 0 1 t^^&TfT&ofc. 2# 

1 y (A) + RNA&£QftmLrco S S TTf»fctt;Wfi«E*J0fll mzm~3 
^T«£88IRiN?&,&ATG^<fcD±^(E>2 7me r©^7-f7-OM2 3 
7 -F 1 : 5 ' — CCAGAAAGCACAGCCCTGATTCTGCG 
T-3 ' (SB^i#^17) 5:f^SLT> Mc^#£n£7^7*-:/ 
7-fx'-<hT?PCR£ft L ftofCo ^P->OM2 3 7 tC#SWH*t'li^nfc 
cDNA^, OCO 0 1 £H«fc%M5&TU*D-->^U £&XE?«£fc 

^KIH^Jx- * X g& $ tlT ^ 5 IBB ©&S?gE?>J t T BLASTN 

<D# U ^-f^ K©7 5 7 ^E^JtC^LT BLASTX, BLAST? FASTA K 

«kD&*Lfc|g*. *»#UWh*OM2 3 7 43ckOTtl&3-h-r 

s a 5 ^ t tmw L fc. 

HJ£#I6 : ?D->OA0 0 4 b©ilc DN A(D^ >^i5J;^S 
*^©^o->OA0 0 4b£H-r**M5Wi. OC0 0 1 £R«fcf^ 
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[poly (A) + RNAtf)fTO 

t h 9 »J 7WmmmWT 9 8 G (ArCC No.CRL-1690) £ 0 TRIzol reagent 
(ggiiS^ GIBCOBRL ck 0 IStc) £fflWr:£RN ASrJMBU mRNAfcT 
i'J7-f y—>3 > ♦ +y h (mRNA Purification Kit, iSM, Pharmacia «fc 
5 OBS^) ^ffiHTpo 1 y (A) + RNA£*j|g3L£:. 

iScDNA©i?D-Z>yij:i;->h77/t-cDNA^f>f ^-tzl/ 
£ -> 3 > v X x A ( GENETRAPPER cDNA Positive Selection System 
(GIBCOBRL)) ^m^XffUr3tz. £TX-/\°-X^7 "J:/ h - ^7X5 K • v 

10 XfA (Superscript Plasmid System for cDNA Synthesis and Plasmid Cloning, 

GIBCOBRL) £ffl^Tfch^U7^JSifflJ&JfcT9 8G©po 1 y (A) 
+ RNA=t 0^7X5 H PSPORT1 (GIBCOBRL) ^^^-tltdT- 
primed cDNA^^'J-^glL OiTtCS S TT»£nfc&Sge?lJ 
©It&KS^T 2 7me r £>tf ^Mfc^-rT-O A 0 0 4-F 1 : 5 

15 ' - t'tfy-ATGC ACATCTTCAAGCATGCTCAG- 3 * 
(mmmm8) &ftmVtz'&> V-yY^vn- (GeneTrapper) *v b<D 
^ffilClfc^o T k*T^ Xb^-T t«r»WK:/N-f 7 U ^< XT* ?7 
X5 K^±fH(7)cDNA7'f T'^U-^eilliRL, ^clfDH 1 0 BlC^ff 
fe&L-fc. Z£>\Z7>?lxZf7'C?-DNA7'<i)>if3ryh (Random 

20 Primer DNA Labeling kit, S«ii«£08K^) £fflV>T 3Z P - d CT P 

T7^UcOA0 0 4 SST cDNA^D-T'tLT, '£%l<Dj5m\Z 

£i£SE?«£*fc£U £?Q#-f§- 1 1 KjSTKfl£»fc 
©T\ ftlfnOA0 0 4bi^fc. 2<d£:*-:/>'J-5V >^7l/ 
25 -A£fc£U 75 -/ftCBKL-TEflW^ 9*50:^1 0 K1;kTE7U£»£. 
^E^Jx- * ^- X KlSIt $ tlT ^ § gEftl (D^^IB^J L T BLASTN 
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<D# U UJ- K©7$ J ^BE^JfCttLT BLASTX* BLASTP *5<fctf FASTA Id 

<kOtt*Lfcis*. *^©^'J^^koao 0 4 b£<fctf-wen£:j 
£T*££j&HHB;&n&. cn£©££^e>, ^^©^u^y^b*^ £r 

S©Me»T**it*«fiJWLfc. L/^L> tiHtt4fe£©itt&. BLASTX, 
BLASTP #>&3$ FASTA tt» ^□->OA0 04b (EM*** 9 ©75 /&E 
?U 171-311 t 52.8 kDIfil (Hypothetical 52.8kD 

10 protein[Caenorhabdtis elegans]) (SwissProt Accession YJ95_CAEEL©75 /Wt. 

mm 2 9 9-4 5 3n®m) owk:**&ffii?itt3ft«**itft*Lfc. * 

fc, ^D->OA0 0 4b (E?1J#^9©7$/8£E?1J1 9 4~2 7 7M© 
IS^S) il^V-fe— U >— 2 (presenilin-2[Homo sapiens]) (Genbank Accession 
A56993©7 5/»E?U3 4 0-4 1 6 ffl©{&£) ©KC 5ft* 
15 fflTO^S^t^Lfe. vlft£>©*8|fHf K^^T, £D->OA0 0 
4 b tt, < 1 <b 7 Mm U > (presenilin) 7 7 5 U - <fc @ttfcfirtt 
J#TS<!:8II*<*ft*. 

HM7 : ^D->OAF 0 7 5 b©iScDNA©^D-^>m^I 
20 SE?>J©&£ 

#f§fl©^n->OAF 0 7 5 blcHfSHJfiWtt. OC 0 0 1 

[po 1 y (A) + RNA©P3§3] 

k h#fix hD-Ttt«HAs 303 (MMmm^m-mmft&mm 

25 ffi^m«[^<t0tt4) ckOTR I z o 1 K£ (llilj. GJBCOBRL 
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y b (mRNA Purification Kit. M°a%i. Pharmacia =t 0 £fflt^Tpo 1 
y (A) + RNA£*itS3L-£. 
[ilc DNA©^P-->^cblXmXBri^J©^] 
iScDNA0^D-Z> i /li77V>cDNA7>7 P U7^')--y3 
5 >-*rvb (Marathon cDNA Amplification Kit, Clontech ttck 0 8R5c) 

l:<fc5 3 ' RACE}££JB(,v-c, OC 0 0 1 <hTO©^Tff ^ofco 2* 
£cDNA£W»fctt. &^D->®£*, f^HAS 3 0 3Cpol 
y (A) + RNAct0^Lfc o S S TT#$nfc&g8E^J©1il8KS^vr 
*£S£»RMi&jftATGflHtt«:*&tr2 7me rO^T-OAF 0 7 5-F 
10 1:5' — CCCCGGGGACATGAGGTGGATACTGTT— 3 

' (mmam9) sfest-T, m*vb\zmtf-$nt£7y'7?-77'('? 

-<hTPCR£fr&o£:. £a->OAF0 7 5 BCte&WfcJiliSftfcc 
DNA^OCO 0 1 <h^^^7rU^O-->^L, ±&Xg2?iJ£&£U 
m&mm 4iZm-tMFI$:ntc(DT\ OAF0 7 5bt^tfc. 2b£^ 
15 -y>'J-x^ >^:7^-A£fc£U 7^yBlfc»iRLTE5U##l 2* 
1 3 Ki7K?-E*l*»&. 
SREJd^-^^-^KSft^tlTVJSKftlOttKEWlc^LT BLASTN 
FASTA Kit), ^fe75yKIBJiJx-^^-XJCSgl$nT^'5ll» 
'J K©7 5 7 SteB^JdStL-T BLASTX, BLASTP *5ektf FASTA II 

20 «fcO'tt*Lfc|g*, sfcfHHOtfiJ'S^ h*OAF0 7 5 b« ^OTtl^ft 

25 5£4§tiH£4fe$©flS$« BLASTX* BLASTP * <fc XS FASTA fit, ^D->OA 
F 0 7 5 b <M&mm 2<DT^;m8Ml~Z 5 9ffl©1S1ft) ty^yp 
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il )V^^r : y^~f^-^ — if A 2 ( preprocarboxypeptidase A2[Homo sapiens] ) 
(Genbank Accession U19977 ©75 7 ffi&M 1 ~ 3 5 5 f£[(Dffl$.) (DffliZft& 

tAbtlfc. ^nb©ffi^{lScfViT. £o-->OAF 0 7 5 bte> 
5 < <hfc±!E»7l/7P#;UT£*v^:/^— - b?A2 (preprocarboxypeptidase 
A2[Homo sapiens]) % tM'&ZtlZo 
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4. E^J#^2, 5, 7, 1 OSfcttl 3T*£tt5:!£SE*yfr£»&-5ft;J< 

5. E?>J#*t3, 8, 1 1 &Tz\tl 4T?wStl*itUIE5a35»e»ttS«l*0« 

am 3 ^fsm© c dn a, *fctt*©E5UfcaKwt/N-f 711 ^-r xts 7 

6 . m^ommw, 3 ^ 5 ^©vi-rn^wsjcte^o c d n e> & 5 
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SEQUENCE LISTING 
<110> Ono Pharmaceutical Co., Ltd. 

<120> Novel Polypeptides. cDNA coding these polypeptides and Use thereof 

<130> 0NF-2975PCT 
<141> 1999-05-13 

<150> JP 10-131815 
<151> 1998-05-14 

<160> 19 

<170> Patent In Ver. 2. 0 

<210> 1 
<211> 344 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Met. Lys Thr Lie Gin Pro LysJle.t-.His_Asn. Ser. I l.e Ser Tr.p Ala l ie 
-25 -20 -15 
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Phe Thr Gly Leu Ala Ala Leu Cys Leu Phe Gin Gly Val Pro Val Arg 

-10 -5 -11 

Ser Gly Asp Ala Thr Phe Pro Lys Ala Met Asp Asn Val Thr Val Arg 
5 10 15 20 

Gin Gly Glu Ser Ala Thr Leu Arg Cys Thr He Asp Asn Arg Val Thr 

25 30 35 

Arg Val Ala Trp Leu Asn Arg Ser Thr He Leu Tyr Ala Gly Asn Asp 

40 45 50 

Lys Trp Cys Leu Asp Pro Arg Val Val Leu Leu Ser Asn Thr Gin Thr 

55 60 65 

Gin Tyr Ser He Glu He Gin Asn Val Asp Val Tyr Asp Glu Gly Pro 

70 75 80 

Tyr Thr Cys Ser Val Gin Thr Asp Asn His Pro Lys Thr Ser Arg Val 
85 90 95 100 

His Leu He Val Gin Val Ser Pro Lys He Val Glu He Ser Ser Asp 

105 110 115 

He Ser He Asn Glu Gly Asn Asn He Ser Leu Thr Cys He Ala Thr 

120 125 130 

Gly Arg Pro Glu Pro Thr Val Thr Trp Arg His lie Ser Pro Lys Ala 

135 140 145 

Val Gly Phe Val Ser Glu Asp Glu Tyr Leu Glu He Gin Gly He Thr 

150 155 160 

Arg Glu Gin Ser Gly -Asp Tyr Glu -Cys-Set Ala Ser Asn Asp Val Ala 
165 170 175 180 
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Ala Pro Val Val Arg Arg Val Lys Val Thr Val Asn Tyr Pro Pro Tyr 

185 190 195 

He Ser Glu Ala Lys Gly Thr Gly Val Pro Val Gly Gin Lys Gly Thr 

200 205 210 

Leu Gin Cys Glu Ala Ser Ala Val Pro Ser Ala Glu Phe Gin Trp Tyr 

215 220 225 

Lys Asp Asp Lys Arg Leu He Glu Gly Lys Lys Gly Val Lys Val Glu 

230 235 240 

Asn Arg Pro Phe Leu Ser Lys Leu He Phe Phe Asn Val Ser Glu His 
245 250 255 260 

Asp Tyr Gly Asn Tyr Thr Cys Val Ala Ser Asn Lys Leu Gly His Thr 

265 270 275 

Asn Ala Ser He Met Leu Phe Gly Pro Gly Ala Val Ser Glu Val Ser 

280 285 290 

Asn Gly Thr Ser Arg Arg Ala Gly Cys Val Trp Leu Leu Pro Leu Leu 

295 300 305 

Val Leu His Leu Leu Leu Lys Phe 
310 315 



<210> 2 
<211> 1032 

<212> DNA 

<213> Homo sapiens 
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<400> 2 

atgaaaacca tccagccaaa aatgcacaat 
gctgctctgt gtctcttcca aggagtgccc 
gctatggaca acgtgacggt ccggcagggg 
aaccgggtca cccgggtggc ctggctaaac 
aagtggtgcc tggatcctcg cgtggtcctt 
gagatccaga acgtggatgt gtatgacgag 
aaccacccaa agacctctag ggtccacctc 
atttcttcag atatctccat taatgaaggg 
ggtagaccag agcctacggt tacttggaga 
agtgaagacg aatacttgga aattcagggc 
tgcagtgcct ccaatgacgt ggccgcgccc 
tatccaccat acatttcaga agccaagggt 
ctgcagtgtg aagcctcagc agtcccctca 
agactgattg aaggaaagaa aggggtgaaa 
ate t tct tea atgtctctga acatgactat 
ctgggccaca ccaatgccag catcatgeta 
aacggcacgt cgaggagggc aggctgegtc 
cttctcaaat tt 



tctatctctt gggcaatctt caeggggctg 60 
gtgcgcagcg gagatgecac cttccccaaa 120 
gagagegeca ccctcaggtg cactattgac 180 
cgcagcacca tcctctatgc tgggaatgac 240 
ctgagcaaca cccaaacgca gtacagcatc 300 
ggcccttaca cctgctcggt gcagacagac 360 
attgtgcaag tatctcccaa aattgtagag 420 
aacaatatta gcctcacctg catagcaact 480 
cacatctctc ecaaageggt tggctttgtg 540 
atcacccggg agcagtcagg ggactacgag 600 
gtggtacgga gagtaaaggt caccgtgaac 660 
acaggtgtcc ccgtgggaca aaaggggaca 720 
gcagaattcc agtggtacaa ggatgacaaa 780 
gtggaaaaca gacctttcct ctcaaaactc 840 
gggaactaca cttgcgtggc ctccaacaag 900 
tttggtccag gcgccgtcag cgaggtgagc 960 
tggctgctgc ctcttctggt cttgcacctg 1020 

1032 



<210>-3 
<211> 1693 
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<2I2> DNA 

<213> Homo sapiens 
<220> 

<223> Clone OC001 derived from human brain 

<220> 
<221> CDS 

<222> (130).. (1161) 
<220> 

<221> sigLPeptide 
<222> (130).. (213) 

<220> 

<221> mat_peptide 
<222> (214).. (1161) 

<400> 3 

gtccttcagc aaaacagtgg atttaaatct ccttgcacaa gcttgagagc aacacaatct 60 
atcaggaaag aaagaaagaa aaaaaaccga acctgacaaa aaagaagaaa aagaagaaga 120 
aaaaaaatc atg aaa acc ate cag cca aaa atg cac aat tct ate tct tgg 171 
Met Lys-T-h-r-i-l-e-Gl-n--Fr-o--L r ys-lle-t-'H-i-s Asn-Ser--He Ser T-r-p- 
-25 -20 -15 
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gca ate ttc acg ggg ctg get get ctg tgt etc ttc caa gga gtg ccc 219 
Ala lie Phe Thr Gly Leu Ala Ala Leu Cys Leu Phe Gin Gly Val Pro 

-10 -5 -1 1 

gtg cgc age gga gat gec ace ttc ccc aaa get atg gac aac gtg acg 267 
Val Arg Ser Gly Asp Ala Thr Phe Pro Lys Ala Met Asp Asn Val Thr 

5 10 15 

gtc egg cag ggg gag age gee ace etc agg tgc act att gac aac egg 315 
Val Arg Gin Gly Glu Ser Ala Thr Leu Arg Cys Thr He Asp Asn Arg 

20 25 30 

gtc ace egg gtg gec tgg eta aac cgc age acc ate etc tat get ggg 363 
Val Thr Arg Val Ala Trp Leu Asn Arg Ser Thr He Leu Tyr Ala Gly 
35 40 45 50 

aat gac aag tgg tgc ctg gat cct cgc gtg gtc ctt ctg age aac acc 411 
Asn Asp Lys Trp Cys Leu Asp Pro Arg Val Val Leu Leu Ser Asn Thr 

55 60 65 

caa acg cag tac age ate gag ate cag aac gtg gat gtg tat gac gag 459 
Gin Thr Gin Tyr Ser He Glu He Gin Asn Val Asp Val Tyr Asp Glu 

70 75 80 

ggc cct tac acc tgc teg gtg cag aca gac aac cac cca aag acc tct 507 
Gly Pro Tyr Thr Cys Ser Val Gin Thr Asp Asn His Pro Lys Thr Ser 

85 90 95 

agg gtc cac etc att gtg caa gta tct ccc aaa att gta gag att tct 555 
Arg Val His Leu He Val Gin. Val Ser Pro Lys lie Val Glu lie Ser 
100 105 110 
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tea gat ate tec att aat gaa ggg aac aat att age etc acc tgc ata 603 
Ser Asp He Ser He Asn Glu Gly Asn Asn He Ser Leu Thr Cys He 
115 120 125 130 

gca act ggt aga cca gag cct acg gtt act tgg aga cac ate tct ccc 651 
Ala Thr Gly Arg Pro Glu Pro Thr Val Thr Trp Arg His He Ser Pro 

135 140 145 

aaa gcg gtt ggc ttt gtg agt gaa gac gaa tac ttg gaa att cag ggc 699 
Lys Ala Val Gly Phe Val Ser Glu Asp Glu Tyr Leu Glu He Gin Gly 

150 155 160 

ate acc egg gag cag tea ggg gac tac gag tgc agt gec tec aat gac 747 
He Thr Arg Glu Gin Ser Gly Asp Tyr Glu Cys Ser Ala Ser Asn Asp 

165 170 175 

gtg gec gcg ccc gtg gta egg aga gta aag gtc acc gtg aac tat cca 795 
Val Ala Ala Pro Val Val Arg Arg Val Lys Val Thr Val Asn Tyr Pro 

180 185 190 

cca tac att tea gaa gec aag ggt aca ggt gtc ccc gtg gga caa aag 843 
Pro Tyr He Ser Glu Ala Lys Gly Thr Gly Val Pro Val Gly Gin Lys 
195 200 205 210 

ggg aca ctg cag tgt gaa gee tea gca gtc ccc tea gca gaa ttc cag 891 
Gly Thr Leu Gin Cys Glu Ala Ser Ala Val Pro Ser Ala Glu Phe Gin 

215 220 225 

tgg tac aag gat gac aaa aga ctg att gaa gga aag aaa ggg gtg aaa 939 
Trp Tyr Lys- Asp Asp Lys. Arg Leu l ie Glu Gly Lys Lys Gly Val Lys 
230 235 240 
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gtg gaa aac aga cct ttc etc tea aaa etc ate ttc ttc aat gtc tct 987 
Val Glu Asn Arg Pro Phe Leu Ser Lys Leu He Phe Phe Asn Val Ser 

245 250 255 

gaa cat gac tat ggg aac tac act tgc gtg gec tec aac aag ctg ggc 1035 
Glu His Asp Tyr Gly Asn Tyr Thr Cys Val Ala Ser Asn Lys Leu Gly 

260 265 - 270 

cac acc aat gec age ate atg eta ttt ggt cca ggc gee gtc age gag 1083 
His Thr Asn Ala Ser He Met Leu Phe Gly Pro Gly Ala Val Ser Glu 
275 280 285 290 

gtg age aac ggc acg teg agg agg gca ggc tgc gtc tgg ctg ctg cct 1131 
Val Ser Asn Gly Thr Ser Arg Arg Ala Gly Cys Val Trp Leu Leu Pro 

295 300 305 

ctt ctg gtc ttg cac ctg ctt etc aaa ttt tgatgtgagt gccacttccc 1181 
Leu Leu Val Leu His Leu Leu Leu Lys Phe 

310 315 
cacccgggaa aggctgccgc caccaccacc accaacacaa cagcaatggc aacaccgaca 1241 
gcaaccaatc agatatatac aaatgaaatt agaagaaaca cagcctcatg ggacagaaat 1301 
ttgagggagg ggaacaaaga atactttggg gggaaaaaag ttttaaaaaa gaaattgaaa 1361 
attgecttge agatatttag gtacaatgga gttttctttt cccaaacggg aagaacacag 1421 
cacacccggc ttggacccac tgcaagctgc ategtgeaac ctctttggtg ccagtgtggg 1481 
caagggctca gcctctctgc ccacagagtg cccccacgtg gaacattctg gagctggeca 1541 
tcccaaattc aatcagtcca tagagacgaa cagaatgaga ccttccggcc caagcgtggc 1601 
getgegggea ctttggUga ctgtg_ccacc acggcgigtg.jjgtgaaacg tgaaataaaa 16.61 
agagcaaaaa aaaaaaaaaa aaaaaaaaaa aa 1693 
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<210> 4 

<211> 313 
<212> PRT 

<213> Homo sapiens 



<400> 4 

Arg Ser Gly Asp Ala Thr Phe Pro Lys Ala Met Asp Asn Val Thr Val 

15 10 15 

Arg Gin Gly Glu Ser Ala Thr Leu Arg Cys Thr lie Asp Asn Arg Val 

20 25 30 

Thr Arg Val Ala Trp Leu Asn Arg Ser Thr He Leu Tyr Ala Gly Asn 

35 40 45 

Asp Lys Trp Cys Leu Asp Pro Arg Val Val Leu Leu Ser Asn Thr Gin 

50 55 60 

Thr Gin Tyr Ser He Glu He Gin Asn Val Asp Val Tyr Asp Glu Gly 
65 70 75 80 

Pro Tyr Thr Cys Ser Val Gin Thr Asp Asn His Pro Lys Thr Ser Arg 

85 90 95 

Val His Leu He Val Gin Val Ser Pro Lys He Val Glu He Ser Ser 

100 105 110 

Asp He Ser He Asn Glu Gly Asn Asn He Ser Leu. Thr Cys lie. Ala 
115 120 125 
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Thr Gly Arg Pro Glu 
130 

Ala Val Gly Phe Val 
145 

Thr Arg Glu Gin Ser 
165 

Ala Ala Pro Val Val 
180 

Tyr He Ser Glu Ala 
195 

Thr Leu Gin Cys Glu 
210 

Tyr Lys Asp Asp Lys 
225 

Glu Asn Arg Pro Phe 
245 

His Asp Tyr Gly Asn 
260 

Thr Asn Ala Ser He 

275 

Ser Asn Gly Thr Ser 
290 

_L.e.u_Ya 1. _Leu. H i s..Leu. 
305 



Pro Thr Val Thr Trp 
135 

Ser Glu Asp Glu Tyr 
150 

Gly Asp Tyr Glu Cys 
170 

Arg Arg Val Lys Val 
185 

Lys Gly Thr Gly Val 
200 

Ala Ser Ala Val Pro 
215 

Arg Leu He Glu Gly 
230 

Leu Ser Lys Leu He 
250 

Tyr Thr Cys Val Ala 
265 

Met Leu Phe Gly Pro 
280 

Arg Arg Ala Gly Cys 
295 

.Le.u_Leu_Lys_Phe_ 
310 



Arg His lie Ser Pro Lys 
140 

Leu Glu He Gin Gly He 
155 160 
Ser Ala Ser Asn Asp Val 
175 

Thr Val Asn Tyr Pro Pro 
190 

Pro Val Gly Gin Lys Gly 
205 

Ser Ala Glu Phe Gin Trp 
220 

Lys Lys Gly Val Lys Val 
235 240 
Phe Phe Asn Val Ser Glu 
255 

Ser Asn Lys Leu Gly His 
270 

Gly Ala Val Ser Glu Val 
285 

Val Trp Leu Leu Pro Leu 
300 
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<210> 5 

<211> 939 
<212> DNA 
<213> Homo sapiens 

<400> 5 

cgcagcggag atgccacctt ccccaaagct atggacaacg tgacggtccg gcagggggag 60 
agcgccaccc tcaggtgcac tattgacaac cgggtcaccc gggtggcctg gctaaaccgc 120 
agcaccatcc tctatgctgg gaatgacaag tggtgcctgg atcctcgcgt ggtccttctg 180 
agcaacaccc aaacgcagta cagcatcgag atccagaacg tggatgtgta tgacgagggc 240 
ccttacacct gctcggtgca gacagacaac cacccaaaga cctctagggt ccacctcatt 300 
gtgcaagtat ctcccaaaat tgtagagatt tcttcagata tctccattaa tgaagggaac 360 
aatattagcc tcacctgcat agcaactggt agaccagagc ctacggttac ttggagacac 420 
atctctccca aagcggttgg ctttgtgagt gaagacgaat acttggaaat tcagggcatc 480 
acccgggagc agtcagggga ctacgagtgc agtgcctcca atgacgtggc cgcgcccgtg 540 
gtacggagag taaaggtcac cgtgaactat ccaccataca tttcagaagc caagggtaca 600 
ggtgtccccg tgggacaaaa ggggacactg cagtgtgaag cctcagcagt cccctcagca 660 
gaattccagt ggtacaagga tgacaaaaga ctgattgaag gaaagaaagg ggtgaaagtg 720 
gaaaacagac ctttcctctc aaaactcatc ttcttcaatg tctctgaaca tgactatggg 780 
aactacactt gcgtggcctc caacaagctg ggccacacca atgccagcat catgctattt 840 
ggtccaggcg ccgtcagcga ggtgagc aac ggcacgtcga ggagggcagg ctgcgtctgg 900 
ctgctgcctc ttctggtctt gcacctgctt ctcaaattt 939 
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<210> 6 

<211> 478 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met Phe Lys Phe His Gin Met Lys His He Phe Glu lie Leu Asp Lys 

15 10 15 

Met Arg Cys Leu Arg Lys Arg Ser Thr Val Ser Phe Leu Gly Val Leu 

20 25 30 

Val He Phe Leu Leu Phe Met Asn Leu Tyr He Glu Asp Ser Tyr Val 

35 40 45 

Leu Glu Gly Asp Lys Gin Leu He Arg Glu Thr Ser Thr His Gin Leu 

50 55 60 

Asn Ser Glu Arg Tyr Val His Thr Phe Lys Asp Leu Ser Asn Phe Ser 
65 70 75 80 

Gly Ala He Asn Val Thr Tyr Arg Tyr Leu Ala Ala Thr Pro Leu Gin 

85 90 95 

Arg Lys Arg Tyr Leu Thr He Gly Leu Ser Ser Val Lys Arg Lys Lys 

100 105 110 

Gly Asn Tyr Leu Leu. Glu Thr He Lys Ser lie Phe_GLu_G.ln Ser Set- 
115 120 125 
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Tyr Glu Glu Leu Lys Glu lie Ser Vai Val He His Leu Ala Asp Phe 

130 135 140 

Asn Ser Ser Trp Arg Asp Ala Met Val Gin Asp He Thr Gin Lys Phe 
145 150 155 160 

Ala His His lie He Ala Gly Arg Leu Met Val He His Ala Pro Glu 

165 170 175 

Glu Tyr Tyr Pro He Leu Asp Gly Leu Lys Arg Asn Tyr Asn Asp Pro 

180 185 190 

Glu Asp Arg Val Lys Phe Arg Ser Lys Gin Asn Val Asp Tyr Thr Phe 

195 200 205 

Leu Leu Asn Phe Cys Ala Asn Thr Ser Asp Tyr Tyr Val Met Leu Glu 

210 215 220 

Asp Asp Val Arg Cys Ser Lys Asn Phe Leu Thr Ala He Lys Lys Val 
225 230 235 240 

He Ala Ser Leu Glu Gly Thr Tyr Trp Val Thr Leu Glu Phe Ser Lys 

245 250 255 

Leu Gly Tyr He Gly Lys Leu Tyr His Ser His Asp Leu Pro Arg Leu 

260 265 270 

Ala His Phe Leu Leu Met Phe Tyr Gin Glu Met Pro Cys Asp Trp Leu 

275 280 285 

Leu Thr His Phe Arg Gly Leu Leu Ala Gin Lys Asn Val He Arg Phe 

290 295 300 

Lys Pro Ser Leu Phe Gin His Met Gly Tyr tyr Ser Ser Tyr Lys Gly 
305 310 315 320 
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Thr Glu Asn Lys Leu Lys Asp Asp Asp Phe Glu Glu Glu Ser Phe Asp 

325 330 335 

He Pro Asp Asn Pro Pro Ala Ser Leu Tyr Thr Asn Met Asn Val Phe 

340 345 350 

Glu Asn Tyr Glu Ala Ser Lys Ala Tyr Ser Ser Val Asp Glu Tyr Phe 

355 360 365 

Trp Gly Lys Pro Pro Ser Thr Gly Asp Val Phe Val He Val Phe Glu 

370 375 380 

Asn Pro He He lie Lys Lys He Lys Val Asn Thr Gly Thr Glu Asp 
385 390 395 400 

Arg Gin Asn Asp He Leu His His Gly Ala Leu Asp Val Gly Glu Asn 

405 410 415 

Val Met Pro Ser Lys Gin Arg Gly Gin Cys Ser Thr Tyr Leu Arg Leu 

420 425 430 

Gly Glu Phe Lys Asn Gly Asn Phe Glu Met Ser Gly Val Asn Gin Lys 

435 440 445 

He Pro Phe Asp He His Cys Met Arg He Tyr Val Thr Lys Thr Gin 

450 455 460 

Lys Glu Trp Leu He He Arg Ser He Ser He Trp Thr Ser 
465 470 475 



<2J0> 7 
<211> 1434 
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<212> DNA 

<213> Homo sapiens 
<400> 7 

atgtttaaat ttcatcaaat 
agaaaacgtt ctacagtgtc 
ttgtacattg aagatagcta 
acacatcaac tgaattcaga 
ggagccataa atgtcaccta 
cttacaattg gactttcttc 
aagtcaattt ttgagcaatc 
ctagcagact ttaattcttc 
gcgcaccata ttattgcagg 
atcctagatg gccttaaaag 
aagcaaaatg tagattatac 
gtaatgcttg aagatgatgt 
attgcatccc tagaaggaac 
ggtaaactct atcattctca 
caagaaatgc cttgtgattg 
gtgatccgtt ttaaaccatc 
acggagaata agctgaagga 
ccccctgcaa gtctgtacac 
tacagtagig 4 tgatgagta 
attgtatttg aaaatccaat 



PCT/JP99/02485 



gaaacatatt tttgaaatac ttgataaaat gagatgcctg 60 
attcttggga gttcttgtca tttttctcct ttttatgaac 120 
tgttctggaa ggagacaaac aacttataag ggaaacatcc 180 
acgctatgtt catactttca aggatttatc taatttctca 240 
tcgctaccta gctgccacac ctttacaaag aaagcggtat 300 
agtaaagcga aaaaaaggaa actatttact tgagacaatt 360 
cagctatgaa gagctgaagg aaatttcagt ggtgattcac 420 
ctggcgtgat gccatggtcc aggatattac acagaaattt 480 
aagattaatg gttatacatg ctccagagga gtattaccca 540 
aaattacaat gatccagaag atagagtcaa atttcgttcc 600 
ttttctgctt aatttttgtg ccaatacttc agactattat 660 
tcgatgttca aaaaatttct taactgccat caagaaagtc 720 
ttactgggta actcttgaat tctctaagct tggctacatt 780 
tgatctccca cgtttggccc attttttatt aatgttttat 840 
gctattgact catttccgtg gtctgttggc tcagaaaaat 900 
tctctttcag cacatgggct attattcatc atacaaaggg 960 
tgatgatttt gaagaggagt catttgacat tcctgataac 1020 
caacatgaat gtgtttgaaa attatgaagc aagcaaggct 1080 
c t U4 ggggg aaaccacc.t-t c aac aggaga t gt-UXtgt g J_L40 
tataataaaa aaaattaaag taaatactgg aacagaagat 1200 
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cggcaaaatg atattttgca tcatggagcc ctagatgttg gggaaaacgt tatgcctagc 1260 
aaacaaaggg gacaatgttc tacttactta agactaggag aattcaaaaa tggaaacttt 1320 
gaaatgtcag gtgtaaatca aaaaattcca tttgatatac attgtatgag gatatatgtc 1380 
accaaaacac aaaaggaatg gctaattatt aggagtatta gcatttggac ttct 1434 

<210> 8 
<211> 2131 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> Clone OM237 derived from human brain 

<220> 
<221> CDS 

<222> (114).. (1547) 
<400> 8 

ccagaaagca cagccctgat tctgcgtgag aaaggctatc tctacagaaa ctaaaacggt 60 
atcaacggtt tctgtacagc acagattatg acagcgtctt tcttaagaag aga atg 116 

Met 

I 

ttt aaa ttt cat caa atg aaa cat att ttt gaa ata ctt gat aaa atg 164 
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Phe Lys Phe His Gin Met Lys His He Phe Glu He Leu Asp Lys Met 

5 10 15 

aga tgc ctg aga aaa cgt tct aca gtg tea ttc ttg gga gtt ctt gtc 212 
Arg Cys Leu Arg Lys Arg Ser Thr Val Ser Phe Leu Gly Val Leu Val 

20 25 30 

att ttt etc ctt ttt atg aac ttg. tac att gaa gat age tat gtt ctg 260 
He Phe Leu Leu Phe Met Asn Leu Tyr He Glu Asp Ser Tyr Val Leu 

35 40 45 

gaa gga gac aaa caa ctt ata agg gaa aca tec aca cat caa ctg aat 308 
Glu Gly Asp Lys Gin Leu He Arg Glu Thr Ser Thr His Gin Leu Asn 
50 55 60 65 

tea gaa cgc tat gtt cat act ttc aag gat tta tct aat ttc tea gga 356 
Ser Glu Arg Tyr Val His Thr Phe Lys Asp Leu Ser Asn Phe Ser Gly 

70 75 80 

gec ata aat gtc acc tat cgc tac eta get gec aca cct tta caa aga 404 
Ala lie Asn Val Thr Tyr Arg Tyr Leu Ala Ala Thr Pro Leu Gin Arg 

85 90 95 

aag egg tat ctt aca att gga ctt tct tea gta aag cga aaa aaa gga 452 
Lys Arg Tyr Leu Thr He Gly Leu Ser Ser Val Lys Arg Lys Lys Gly 

100 105 110 

aac tat tta ctt gag aca att aag lea att ttt gag caa tec age tat 500 
Asn Tyr Leu Leu Glu Thr He Lys Ser lie Phe Glu Gin Ser Ser Tyr 

115 120 .125 

gaa gag ctg aag gaa att tea gtg gtg att cac eta gca gac ttt aat 548 
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Glu Glu Leu Lys Glu lie Ser Val Val He His Leu Ala Asp Phe Asn 

130 135 140 145 

tct tec tgg cgt gat gec atg gtc cag gat att aca cag aaa ttt gcg 596 

Ser Ser Trp Arg Asp Ala Met Val Gin Asp He Thr Gin Lys Phe Ala 

150 155 160 

cac cat att att gca gga aga tta atg gtt ata cat get cca gag gag 644 

His His lie He Ala Gly Arg Leu Met Val He His Ala Pro Glu Glu 

165 170 175 

tat tac cca ate eta gat ggc ctt aaa aga aat tac aat gat cca gaa 692 

Tyr Tyr Pro He Leu Asp Gly Leu Lys Arg Asn Tyr Asn Asp Pro Glu 

180 185 190 

gat aga gtc aaa ttt cgt tec aag caa aat gta gat tat act ttt ctg 740 

Asp Arg Val Lys Phe Arg Ser Lys Gin Asn Val Asp Tyr Thr Phe Leu 

195 200 205 

ctt aat ttt tgt gec aat act tea gac tat tat gta atg ctt gaa gat 788 

Leu Asn Phe Cys Ala Asn Thr Ser Asp Tyr Tyr Val Met Leu Glu Asp 

210 215 220 225 

gat gtt cga tgt tea aaa aat ttc tta act gec ate aag aaa gtc att 836 

Asp Val Arg Cys Ser Lys Asn Phe Leu Thr Ala He Lys Lys Val He 

230 235 240 

gca tec eta gaa gga act tac tgg gta act ctt gaa ttc tct aag ctt 884 

Ala Ser Leu Glu Gly Thr Tyr Trp Val Thr Leu Glu Phe Ser Lys Leu 

245. .250 .255 

ggc tac att ggt aaa etc tat cat tct cat gat etc cca cgt ttg gec 932 
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Gly Tyr He Gly Lys Leu Tyr His Ser His Asp Leu Pro Arg Leu Ala 

260 265 270 

cat ttt tta tta atg ttt tat caa gaa atg cct tgt gat tgg eta ttg 980 
His Phe Leu Leu Met Phe Tyr Gin Glu Met Pro Cys Asp Trp Leu Leu 

275 280 285 

act cat ttc cgt ggt ctg ttg get cag aaa aat gtg ate cgt ttt aaa 1028 
Thr His Phe Arg Gly Leu Leu Ala Gin Lys Asn Val He Arg Phe Lys 
290 295 300 305 

cca tct etc ttt cag cac atg ggc tat tat tea tea tac aaa ggg acg 1076 
Pro Ser Leu Phe Gin His Met Gly Tyr Tyr Ser Ser Tyr Lys Gly Thr 

310 315 320 

gag aat aag ctg aag gat gat gat ttt gaa gag gag tea ttt gac att 1124 
Glu Asn Lys Leu Lys Asp Asp Asp Phe Glu Glu Glu Ser Phe Asp He 

325 330 335 

cct gat aac ccc cct gca agt ctg tac acc aac atg aat gtg ttt gaa 1172 
Pro Asp Asn Pro Pro Ala Ser Leu Tyr Thr Asn Met Asn Val Phe Glu 

340 345 350 

aat tat gaa gca age aag get tac agt agt gtt gat gag tac ttt tgg 1220 
Asn Tyr Glu Ala Ser Lys Ala Tyr Ser Ser Val Asp Glu Tyr Phe Trp 

355 360 365 

ggg aaa cca cct tea aca gga gat gtt ttt gtg att gta ttt gaa aat 1268 
Gly Lys Pro Pro Ser Thr Gly Asp Val Phe Val He Val Phe Glu Asn 
37.0 375, 380 3.85 

cca att ata ata aaa aaa att aaa gta aat act gga aca gaa gat egg 1316 
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Pro He He He Lys Lys He Lys Val Asn Thr Gly Thr Glu Asp Arg 

390 395 400 

caa aat gat att ttg cat cat gga gcc eta gat gtt ggg gaa aac gtt 1364 
Gin Asn Asp He Leu His His Gly Ala Leu Asp Val Gly Glu Asn Val 

405 410 415 

atg cct age aaa caa agg gga caa tgt tct act tac tta aga eta gga 1412 
Met Pro Ser Lys Gin Arg Gly Gin Cys Ser Thr Tyr Leu Arg Leu Gly 

420 425 430 

gaa ttc aaa aat gga aac ttt gaa atg tea ggt gta aat caa aaa att 1460 
Glu Phe Lys Asn Gly Asn Phe Glu Met Ser Gly Val Asn Gin Lys He 

435 440 445 

cca ttt gat ata cat tgt atg agg ata tat gtc acc aaa aca caa aag 1508 
Pro Phe Asp He His Cys Met Arg He Tyr Val Thr Lys Thr Gin Lys 
450 455 460 465 

gaa tgg eta att att agg agt att age att tgg act tct tagecaatta 1557 
Glu Trp Leu He lie Arg Ser He Ser He Trp Thr Ser 

470 475 
aatcagtatg ttcagtttct gaagcagttc ttcctgcttc gtcttttget acctttgtct 1617 
tttggaggga aagcaatgga tgggatatgt taaaagaaac attaattaca ttggcagttt 1677 
tcatttatac attgttgaca taattttact cttaatacac acttgtattt attttaacgt 1737 
ctgaagttga atatcagtct atagctaatg ctactttcat ttatattttt aaatgttctt 1797 
agttttaaaa tttcaactga ttgtcgaaag ggtaatatga aagattttaa atgaaaaaaa 1857 
tttgttggat gatgattttt gaaaaatagt _caccaac.tgt atatac.ttcc t.caagaactg 1.917 
ataattcatt atatcatcag atagctttta ttaagcatct gtgggaatat acagttgggt 1977 
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ggaatgataa tctggtttat tttttctgta aacttaagtt tccgttgact tctgtacatc 2037 
tacaatgaat acctcctcat agaagtggtg tctttacata attttttgtg taggtgacac 2097 
tatggaaaaa aaaaaaaaaa aaaaaaaaaa aaaa 2131 



<210> 9 
<211> 335 
<212> PRT 

<213> Homo sapiens 
<400> 9 

Met Asp Ser Ala Leu Ser Asp Pro His Asn Gly Ser Ala Glu Ala Gly 

15 10 15 

Gly Pro Thr Asn Ser Thr Thr Arg Pro Pro Ser Thr Pro Glu Gly lie 

20 25 30 

Ala Leu Ala Tyr Gly Ser Leu Leu Leu Met Ala Leu Leu Pro He Phe 

35 40 45 

Phe Gly Ala Leu Arg Ser Val Arg Cys Ala Arg Gly Lys Asn Ala Ser 

50 55 60 

Asp Met Pro Glu Thr He Thr Ser Arg Asp Ala Ala Arg Phe Pro lie 
65 70 75 80 

He Ala Ser Cys Thr Leu Leu Gly Leu Tyr Leu Phe Phe Lys He Phe 

85 90 95 

Ser Gin Glu Tyr He Asn Leu Leu Leu Ser Met Tyr Phe Phe Val Leu 
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100 105 110 

Gly He Leu Ala Leu Ser His Thr lie Ser Pro Phe Met Asn Lys Phe 

115 120 125 

Phe Pro Ala Ser Phe Pro Asn Arg Gin Tyr Gin Leu Leu Phe Thr Gin 

130 135 140 

Gly Ser Gly Glu Asn Lys Glu Glu He He Asn Tyr Glu Phe Asp Thr 
145 150 155 160 

Lys Asp Leu Val Cys Leu Gly Leu Ser Ser He Val Gly Val Trp Tyr 

165 170 175 

Leu Leu Arg Lys Val Phe Gly Thr Asn Val Met Val Thr Val Ala Lys 

180 185 190 

Ser Phe Glu Ala Pro He Lys Leu Val Phe Pro Gin Asp Leu Leu Glu 

195 200 205 

Lys Gly Leu Glu Ala Asn Asn Phe Ala Met Leu Gly Leu Gly Asp Val 

210 215 220 

Val He Pro Gly He Phe He Ala Leu Leu Leu Arg Phe Asp He Ser 
225 230 235 240 

Leu Lys Lys Asn Thr His Thr Tyr Phe Tyr Thr Ser Phe Ala Ala Tyr 

245 250 255 

He Phe Gly Leu Gly Leu Thr lie Phe He Met His He Phe Lys His 

260 265 270 

Ala Gin Pro Ala Leu Leu Tyr Leu Val Pro Ala Cys He Gly Phe Pro 

275 280 285 

Val Leu Val Ala Leu Ala Lys Gly Glu Val Thr Glu Met Phe Ser Tyr 
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290 295 300 

Glu Glu Ser Asn Pro Lys Asp Pro Ala Ala Val Thr Glu Ser Lys Glu 
305 310 315 320 

Gly Thr Glu Ala Ser Ala Ser Lys Gly Leu Glu Lys Lys Glu Lys 
325 330 335 



<210> 10 
<211> 1005 
<212> DNA 
<213> Homo sapiens 

<400> 10 

atggactcgg ccctcagcga tccgcataac ggcagtgccg aggcaggcgg ccccaccaac 60 

agcactacgc ggccgccttc cacgcccgag ggcatcgcgc tggcctacgg cagcctcctg 120 

ctcatggcgc tgctgcccat cttcttcggc gccctgcgct ccgtacgctg cgcccgcggc 180 

aagaatgctt cagacatgcc tgaaacaatc accagccggg atgccgcccg cttccccatc 240 

atcgccagct gcacactctt ggggctctac ctctttttca aaatattctc ccaggagtac 300 

atcaacctcc tgctgtccat gtatttcttc gtgctgggaa tcctggccct gtcccacacc 360 

atcagcccct tcatgaataa gttttttcca gccagctttc caaatcgaca gtaccagctg 420 

ctcttcacac agggttctgg ggaaaacaag gaagagatca tcaattatga atttgacacc 480 

aaggacctgg tgtgcctggg cctgagcagc atcgttggcg tctggtacct gctgaggaag 540 

gtat-Uggca ccaatgtgat ggtgacagtg-gccaagtcct tcgaggcacc aataaaat.tg 600 

gtgtttcccc aggatctgct ggagaaaggc ctcgaagcaa acaactttgc catgctggga 660 
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cttggagatg tcgtcattcc agggatcttc 
ttgaagaaga atacccacac ctacttctac 
ggccttacca tcttcatcat gcacatcttc 
gtccccgcct gcatcggttt tcctgtcctg 
atgttcagtt atgaggagtc aaatcctaag 
ggaacagagg catcagcatc gaaggggctg 



attgccttgc tgctgcgctt tgacatcagc 720 
accagctttg cagcctacat cttcggcctg 780 
aagcatgctc agcctgccct cctatacctg 840 
gtggcgctgg ccaagggaga agtgacagag 900 
gatccagcgg cagtgacaga atccaaagag 960 
gagaagaaag agaaa 1005 



<210> 11 
<211> 1486 
<212> DNA 
<213> Homo sapiens 

<220> 

<223> Clone 0A004b derived from T98G cell 

<220> 
<221> CDS 

<222> (117).. (1121) 
<400> 11 

cacgtcactt cctgttgcct taggggaacg tggctttccc tgcagagccg gtgtctccgc 60 
c4gc-gtccc-t gc-tgc-ageaa ccggagctgg agtcggatcc cgaacgcacc clcgcc atg LI 9. 

Met 
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1 

gac teg gec etc age gat ccg cat aac ggc agt gec gag gca ggc ggc 167 
Asp Ser Ala Leu Ser Asp Pro His Asn Gly Ser Ala Glu Ala Gly Gly 

5 10 15 

ccc acc aac age act acg egg ccg cct tec acg ccc gag ggc ate gcg 215 
Pro Thr Asn Ser Thr Thr Arg Pro. Pro Ser Thr Pro Glu Gly He Ala 

20 25 30 

ctg gee tac ggc age etc ctg etc atg gcg ctg ctg ccc ate ttc ttc 263 
Leu Ala Tyr Gly Ser Leu Leu Leu Met Ala Leu Leu Pro He Phe Phe 

35 40 45 

ggc gec ctg cgc tec gta cgc tgc gec cgc ggc aag aat get tea gac 311 
Gly Ala Leu Arg Ser Val Arg Cys Ala Arg Gly Lys Asn Ala Ser Asp 
50 55 60 65 

atg cct gaa aca ate acc age egg gat gec gee cgc ttc ccc ate ate 359 
Met Pro Glu Thr He Thr Ser Arg Asp Ala Ala Arg Phe Pro He He 

70 75 80 

gee age tgc aca etc ttg ggg etc tac etc ttt ttc aaa ata ttc tec 407 
Ala Ser Cys Thr Leu Leu Gly Leu Tyr Leu Phe Phe Lys He Phe Ser 

85 90 95 

cag gag tac ate aac etc ctg ctg tec atg tat ttc ttc gtg ctg gga 455 
Gin Glu Tyr He Asn Leu Leu Leu Ser Met Tyr Phe Phe Val Leu Gly 

100 105 110 

ate e-tg-gc-c- e tg-t ce- eae acc ate age ccc ttc atg- aat aag- ttt t t t 503 
He Leu Ala Leu Ser His Thr lie Ser Pro Phe Met Asn Lys Phe Phe 
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115 120 125 

cca gcc age ttt cca aat cga cag tac cag ctg etc ttc aca cag ggt 551 
Pro Ala Ser Phe Pro Asn Arg Gin Tyr Gin Leu Leu Phe Thr Gin Gly 
130 135 140 145 

tct ggg gaa aac aag gaa gag ate ate aat tat gaa ttt gac ace aag 599 
Ser Gly Glu Asn Lys Glu Glu lie He Asn Tyr Glu Phe Asp Thr Lys 

150 155 160 

gac ctg gtg tgc ctg ggc ctg age age ate gtt ggc gtc tgg tac ctg 647 
Asp Leu Val Cys Leu Gly Leu Ser Ser He Val Gly Val Trp Tyr Leu 

165 170 175 

ctg agg aag gta ttt ggc acc aat gtg atg gtg aca gtg gcc aag tec 695 
Leu Arg Lys Val Phe Gly Thr Asn Val Met Val Thr Val Ala Lys Ser 

180 185 190 

ttc gag gca cca ata aaa ttg gtg ttt ccc cag gat ctg ctg gag aaa 743 
Phe Glu Ala Pro He Lys Leu Val Phe Pro Gin Asp Leu Leu Glu Lys 

195 200 205 

ggc etc gaa gca aac aac ttt gcc atg ctg gga ctt gga gat gtc gtc 791 
Gly Leu Glu Ala Asn Asn Phe Ala Met Leu Gly Leu Gly Asp Val Val 
210 215 220 225 

att cca ggg ate ttc att gcc ttg ctg ctg cgc ttt gac ate age ttg 839 
He Pro Gly He Phe He Ala Leu Leu Leu Arg Phe Asp He Ser Leu 

230 235 240 

aag aag aat acc eac acc tac ttc tac acc age ttt gca gcc tac ate- 887 
Lys Lys Asn Thr His Thr Tyr Phe Tyr Thr Ser Phe Ala Ala Tyr He 
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245 250 255 

ttc ggc ctg ggc ctt acc ate ttc ate atg cac ate ttc aag cat get 935 
Phe Gly Leu Gly Leu Thr He Phe He Met His lie Phe Lys His Ala 

260 265 270 

cag cct gec etc eta tac ctg gtc ccc gec tgc ate ggt ttt cct gtc 983 
Gin Pro Ala Leu Leu Tyr Leu Val Pro Ala Cys He Gly Phe Pro Val 

275 280 285 

ctg gtg gcg ctg gec aag gga gaa gtg aca gag atg ttc agt tat gag 1031 
Leu Val Ala Leu Ala Lys Gly Glu Val Thr GIu Met Phe Ser Tyr Glu 
290 295 300 305 

gag tea aat cct aag gat cca gcg gca gtg aca gaa tec aaa gag gga 1079 
Glu Ser Asn Pro Lys Asp Pro Ala Ala Val Thr Glu Ser Lys Glu Gly 

310 315 320 

aca gag gca tea gca teg aag ggg ctg gag aag aaa gag aaa 1121 
Thr Glu Ala Ser Ala Ser Lys Gly Leu Glu Lys Lys Glu Lys 
325 330 335 

tgatgegget ggtgcccgag cctctcaggg ccagaccaga cagatggggg ctgggcccac 1181 
acaggcgtgc aceggtagag ggcacaggag gecaagggea gctccaggac agggcagggg 1241 
gcagcaggat acctccagcc aggectctgt ggcctctgtt tccttctccc tttcttggcc 1301 
ctcctctgct cctccccaca ccctgcaggc aaaagaaacc cccagcttcc cccctccccg 1361 
ggagccaggt gggaaaagtg ggtgtgattt ttagattttg tattgtggac tgattttgee 1421 
tcacattaaa aactcatccc atggccaggg cgggccactg tgctcctgaa aaaaaaaaaa 1481 
aaaaa- L486- 
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<210> 12 
<211> 360 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Met Arg Trp lie Leu Phe He Gly Ala Leu He Gly Ser Ser He Cys 
-15 -10 -5 -1 

Gly Gin Glu Lys Phe Phe Gly Asp Gin Val Phe Arg lie Asn Val Arg 

15 10 15 

Asn Gly Asp Glu He Ser Lys Leu Ser Gin Leu Val Asn Ser Asn Asn 

20 25 30 

Leu Lys Leu Asn Phe Trp Lys Ser Pro Ser Ser Phe Asn Arg Pro Val 

35 40 45 

Asp Val Leu Val Pro Ser Val Ser Leu Gin Ala Phe Lys Ser Phe Leu 

50 55 60 

Arg Ser Gin Gly Leu Glu Tyr Ala Val Thr He Glu Asp Leu Gin Ala 
65 70 75 80 

Leu Leu Asp Asn Glu Asp Asp Glu Met Gin His Asn Glu Gly Gin Glu 

85 90 95 

Arg Ser Ser Asn Asn Phe Asn Tyr Gly Ala Tyr His Ser Leu Glu Ala 

400- 105 140 

He Tyr His Glu Met Asp Asn He Ala Ala Asp Phe Pro Asp Leu Ala 
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115 120 125 

Arg Arg Val Lys He Gly His Ser Phe Glu Asn Arg Pro Met Tyr Val 

130 135 140 

Leu Lys Phe Ser Thr Gly Lys Gly Val Arg Arg Pro Ala Val Trp Leu 
145 150 155 160 

Asn Ala Gly He His Ser Arg Glu Trp He Ser Gin Ala Thr Ala He 

165 170 175 

Trp Thr Ala Arg Lys He Val Ser Asp Tyr Gin Arg Asp Pro Ala He 

180 185 190 

Thr Ser He Leu Glu Lys Met Asp He Phe Leu Leu Pro Val Ala Asn 

195 200 205 

Pro Asp Gly Tyr Val Tyr Thr Gin Thr Gin Asn Arg Leu Trp Arg Lys 

210 215 220 

Thr Arg Ser Arg Asn Pro Gly Ser Ser Cys He Gly Ala Asp Pro Asn 
225 230 235 240 

Arg Ser Trp Asn Ala Ser Phe Ala Gly Lys Gly Ala Ser Asp Asn Pro 

245 250 255 

Cys Ser Glu Val Tyr His Gly Pro His Ala Asn Ser Glu Val Glu Val 

260 265 270 

Lys Ser Val Val Asp Phe He Gin Lys His Gly Asn Phe Lys Cys Phe 

275 280 285 

He Asp Leu His Ser Tyr Ser Gin Leu Leu Met Tyr Pro Tyr Gly Tyr 

290 295 300 

Ser Val Lys Lys Ala Pro Asp Ala Glu Glu Leu Asp Lys Val Ala Arg 
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305 310 315 320 

Leu Ala Ala Lys Ala Leu Ala Ser Val Ser Gly Thr Glu Tyr Gin Val 

325 330 335 

Gly Pro Thr Cys Thr Thr Val Leu 
340 



<210> 13 
<211> 1080 
<212> DNA 
<213> Homo sapiens 

<400> 13 

atgaggtgga tactgttcat tggggccctt attgggtcca gcatctgtgg ccaagaaaaa 60 
ttttttgggg accaagtttt taggattaat gtcagaaatg gagacgagat cagcaaattg 120 
agtcaactag tgaattcaaa caacttgaag ctcaatttct ggaaatctcc ctcctccttc .180 
aatcggcctg tggatgtcct ggtcccatct gtcagtctgc aggcatttaa atccttcctg 240 
agatcccagg gcttagagta cgcagtgaca attgaggacc tgcaggccct tttagacaat 300 
gaagatgatg aaatgcaaca caatgaaggg caagaacgga gcagtaataa cttcaactac 360 
ggggcttacc attccctgga agctatttac cacgagatgg acaacattgc cgcagacttt 420 
cctgacctgg cgaggagggt gaagattgga cattcgtttg aaaaccggcc gatgtatgta 480 
ctgaagttca gcactgggaa aggcgtgagg cggccggccg tttggctgaa tgcaggcatc 540 
-c-at-tc-ccgag agtggatctc ccaggccac t gcaatc tgga cggcaaggaa_gat.tgtat.ct _6A0 
gattaccaga gggatccagc tatcacctcc atcttggaga aaatggatat tttcttgttg 660 
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cctgtggcca atcctgatgg atatgtgtat actcaaactc aaaaccgatt atggaggaag 720 
acgcggtccc gaaatcctgg aagctcctgc attggtgctg acccaaatag aagctggaac 780 
gctagttttg caggaaaggg agccagcgac aacccttgct ccgaagtgta ccatggaccc 840 
cacgccaatt cggaagtgga ggtgaaatca gtggtagatt tcatccaaaa acatgggaat 900 
ttcaagtgct tcatcgacct gcacagctac tcgcagctgc tgatgtatcc atatgggtac 960 
tcagtcaaaa aggccccaga tgccgaggaa ctcgacaagg tggcgaggct tgcggccaaa 1020 
gctctggctt ctgtgtcggg cactgagtac caagtgggtc ccacctgcac cactgtctta 1080 

<210> 14 
<211> 3156 
<212> DNA 
<213> Homo sapiens 

<220> 

<223> Clone OAF075b derived from human bone marrow stroma cell HAS303 

<220> 

<221> CDS 

<222> (11).. (1090) 

<220> 

<221> sigbpeptide- 
<222> (11).. (58) 
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<220> 

<221> mat_peptide 
<222> (59). . (1090) 

<400> 14 

ccccggggac atg agg tgg ata ctg ttc att ggg gcc ctt att ggg tec 49 

Met Arg Trp He Leu Phe He Gly Ala Leu lie Gly Ser 

-15 -10 -5 

age ate tgt ggc caa gaa aaa ttt ttt ggg gac caa gtt ttt agg att 97 

Ser He Cys Gly Gin Glu Lys Phe Phe Gly Asp Gin Val Phe Arg He 

-11 5 10 

aat gtc aga aat gga gac gag ate age aaa ttg agt caa eta gtg aat 145 

Asn Val Arg Asn Gly Asp Glu He Ser Lys Leu Ser Gin Leu Val Asn 

15 20 25 

tea aac aac ttg aag etc aat ttc tgg aaa tct ccc tec tec ttc aat 193 

Ser Asn Asn Leu Lys Leu Asn Phe Trp Lys Ser Pro Ser Ser Phe Asn 

30 35 40 45 

egg cct gtg gat gtc ctg gtc cca tct gtc agt ctg cag gca ttt aaa 241 

Arg Pro Val Asp Val Leu Val Pro Ser Val Ser Leu Gin Ala Phe Lys 

50 55 60 

tec ttc ctg aga tec cag ggc tta gag tac gca gtg aca att gag gac 289 

Ser Phe Leu Arg Ser Gin Gly Leu Glu Ty-r Ala Val Thr He Glu Asp 

65 70 75 
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ctg cag gcc ctt tta gac aat gaa gat gat gaa atg caa cac aat gaa 337 
Leu Gin Ala Leu Leu Asp Asn Glu Asp Asp Glu Met Gin His Asn Glu 

80 85 90 

ggg caa gaa egg age agt aat aac ttc aac tac ggg get tac cat tec 385 
Gly Gin Glu Arg Ser Ser Asn Asn Phe Asn Tyr Gly Ala Tyr His Ser 

95 100 105 

ctg gaa get att tac cac gag atg gac aac att gcc gca gac ttt cct 433 
Leu Glu Ala He Tyr His Glu Met Asp Asn He Ala Ala Asp Phe Pro 
110 115 120 125 

gac ctg gcg agg agg gtg aag att gga cat teg ttt gaa aac egg ccg 481 
Asp Leu Ala Arg Arg Val Lys He Gly His Ser Phe Glu Asn Arg Pro 

130 135 140 

atg tat gta ctg aag ttc age act ggg aaa ggc gtg agg egg ccg gcc 529 
Met Tyr Val Leu Lys Phe Ser Thr Gly Lys Gly Val Arg Arg Pro Ala 

145 150 155 

gtt tgg ctg aat gca ggc ate cat tec cga gag tgg ate tec cag gcc 577 
Val Trp Leu Asn Ala Gly He His Ser Arg Glu Trp He Ser Gin Ala 

160 165 170 

act gca ate tgg acg gca agg aag att gta tct gat tac cag agg gat 625 
Thr Ala He Trp Thr Ala Arg Lys He Val Ser Asp Tyr Gin Arg Asp 

175 180 185 

cca get ate acc tec ate ttg gag aaa atg gat att ttc ttg ttg cct 673 
Pro Ala. He Thr Ser .He. Leu GUl Lys__Met Asp He Phe Leu Leu Pro 
190 195 200 205 
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gtg gcc aat 
Val Ala Asn 

tgg agg aag 
Trp Arg Lys 

gac cca aat 
Asp Pro Asn 
240 

gac aac cct 
Asp Asn Pro 

255 
gtg gag gtg 
Val Glu Val 
270 

aag tgc ttc 
Lys Cys Phe 

tat ggg tac 
Tyr Gly Tyr 

gtg gcg agg 
-Val-Ala-Arg- 
320 



cct gat gga 
Pro Asp Gly 

210 
acg egg tec 
Thr Arg Ser 
225 

aga age tgg 
Arg Ser Trp 

tgc tec gaa 
Cys Ser Glu 

aaa tea gtg 
Lys Ser Val 
275 

ate gac ctg 
He Asp Leu 

290 
tea gtc aaa 
Ser Val Lys 
305 

ctt gcg gcc 
Leu-Ala. Ala. 



tat gtg 
Tyr Val 

cga aat 
Arg Asn 

aac get 
Asn Ala 
245 
gtg tac 
Val Tyr 
260 

gta gat 
Val Asp 



tat act 
Tyr Thr 
215 
cct gga 
Pro Gly 
230 

agt ttt 
Ser Phe 

cat gga 
His Gly 

ttc ate 
Phe lie 



caa act caa aac 
Gin Thr Gin Asn 

age tec tgc att 
Ser Ser Cys He 
235 



cac age tac teg 
His Ser Tyr Ser 
295 

aag gcc cca gat 
Lys Ala Pro Asp 
310 

aaa get ctg get 
Lys Ala Leu Ala 
325 



gca gga 
Ala Gly 

ccc cac 
Pro His 
265 
caa aaa 
Gin Lys 
280 

cag ctg 
Gin Leu 



aag gga 
Lys Gly 
250 

gcc aat 
Ala Asn 

cat ggg 
His Gly 

ctg atg 
Leu Met 



gcc gag gaa etc 
Ala Glu Glu Leu 
315 

tct gtg teg ggc 
Ser Val Ser Gly 
330 



cga tta 721 
Arg Leu 
220 

ggt get 769 
Gly Ala 

gcc age 817 
Ala Ser 

teg gaa 865 
Ser Glu 

aat ttc 913 
Asn Phe 
285 

tat cca 961 
Tyr Pro 
300 

gac aag 1009 
Asp Lys 

act gag 1057 
Thr Glu 
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tac caa gtg ggt ccc acc tgc acc act gtc tta taaactgcca aaactgggag 1110 
Tyr Gin Vai Gly Pro Thr Cys Thr Thr Val Leu 

335 340 

atactcatca gattgctcca acagaagagg aggaaggctc tcccgagggc tgtccaggag 1170 

acataaaatt tctacctttt cttttctttt tgaaatggag tttcgtttcg ctcttgttgc 1230 

ccaggctgga gtgcaatggc gtgatctcca ctcatcgcaa cttccgcctc ccaggttcaa 1290 

gcgattcccc tgcctcagcc tcccgagtaa ctgggattat aggcatgtgc cccaccccca 1350 

actaattttt gtatttttag tagagatggg gtttctccat gttggtcagt ctggtcttga 1410 

gctcccgacc tcaggtgatc tgcccgcctc ggcctctcaa agtgctggga ttacaggcgt 1470 

gagccacagc acccggccaa aatgtccacc ttttctaaga gcccatcttc catattcttt 1530 

ataggccttg tctgtccttg ttttttcaaa aaaaaaacaa tcaatttttg tataatagca 1590 

ctctatccaa cgccataggt tatggtgtgt gctacataca cagtcgacgt ttgtcctttc 1650 

aagtgctggg ccttttccta gatcgccatt ttagaggaaa ataattctaa aatggatttt 1710 

acactcttct gccttctaaa acagagcatg gagaagagat ttaagcccct tttttcatgg 1770 

ttaagtgtac ttctcaacct cagttcgtat atgctaaagg cctactctgc cgtcttggac 1830 

tgtttggacc ttctgctaaa tgatcctggc ctgttttcct tcttgtgttt gctttgtaga 1890 

gttttgtgtc tcctttctcc tgccagactg tcagcagtag cttgtattgc ttcaggccaa 1950 

cagcctctag caaccctttc ccctcctctt cactgattct gctccaggaa gggcttggaa 2010 

acaagttctt tgggttcatc tgacttgtgg ataacacagt ttcatgtact ttttgtagtt 2070 

cataagcgtg gtgattgggt tttcacgctc atgtgtgaca tatgccttcc tccaattttg 2130 

ttacaatgtt ggtgcgttac ccatcagaca tgggggaaga aagggtgttc atgacagcat 2190 

tatccatagt tacaaaagac atgtacaggg gccaagggaa aacttcccct ttgccttctg 2250 

aaggUcaU gaaaaatcaa ctgaccaaag-gcagatcgat aggagaaaag_gcatacaaaa 2310 

ttttatttta gtgtgcatgg cacaggggaa tcacaggaga atgatttccc aataacccaa 2370 
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tggggcacag aagcttgtat accctttttc atacaggagg gaggagatgt atggactggg 2430 

gaggtgggag gcagatatta caggaaggtg aggggcggag ctgtacagga acaaagcttg 2490 

tcttattaag cagataaagt cctccaggca atctcttgga gctgctctca gaagaataga 2550 

tgaagtctgt ctgggtgtgg tgatgattcc cagtctcatc tcttctggtg gtttatcttt 2610 

cttggttatt tgatgagacc tctagggagg gtgtttaaga caattgcatt tcttttggaa 2670 

agatgctttc ttggtcagat gaggaaattt ccaaagacag acagtccctc cctgtgtttg 2730 

gtggtggggc aggtatgggg aacaagaagt tagagggacc ttggttcggg ggcggcttct 2790 

gagggccctc agcatgtcaa aacatcagcc tttgggatat cactttctga gccccaaccc 2850. 

ttgtaagtgt ctaaaatgtc cacctagaga atgcaggata aatacacatt tggtgcattc 2910 

acacaatgca gcactacgga gcccttaaat gaatgaggta gatctatgtg cgctaaaagg 2970 

gaatactcac caattgttaa ttgaaaaata catgtgcaga acagcgttaa tagtgtgttc 3030 

ccattttttg ttgttgttat tgtttttaaa gagtaggtag actttcagca gggacccaaa 3090 

taaagtgaag tttacaaact tcgtcatttt gactgaaaaa aaaaaaaaaa aaaaaaaaaa 3150 
aaaaaa 3156 

<210> 15 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> -Description- of Art i f icial-SequencerPniiDer 
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<400> 15 

cgattgaatt ctagacctgc ctcgagnnnn nnnnn 

<210> 16 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :Primer ocooi-Fl 
<400> 16 

gtccttcagc aaaacagtgg atttaaa 27 

<210> 17 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Descript ion of Artif icial Sequence :Primer-OM237-Ei 
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<400> 17 

ccagaaagca cagccctgat tctgcgt 27 



<210> 18 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial SequencerPrimer OA004-F1 
<220> 

<221> modified base 
<222> 1 

<223> biotin conjugated base 
<400> 18 

atgcacatct tcaagcatgc tcag 24 



<210> 19 
<2 1-1> -27 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer OAF075-F1 
<400> 19 

ccccggggac atgaggtgga tactgtt 27 
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INTERNATIONAL SEARCH REPORT 



International application Na 
PCT/JP99/02485 



A. CLASSIFICATION OF SUBJECT MATTER 

Int. CI 6 C12N15/12, C12N5/10, C07K14/47, C07K16/18, A61K38/17, G01N33/50 
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